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Cytochrome bd proteins are involved in the respiratory chains in many organismes.
They catalyze the reduction of Oz in water. Escherichia coli (E. Col)

and Geobacillus thermodenitrificans (G. Th.)

cyctochromes bd share a similar 3D structure

The two proteins differ mainly from
the space arragement
and the mid point potentials of hemes [5]
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« Use OM-MIM to take nearby atoms into account
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Hemes in their proteic environment
in E.coli



